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Bloodstained FTA™ collection cards (Fitzco, Minneapolis,
Minnesota) from 151 unrelated individuals of African-American
descent were obtained from the University of North Texas Health
Science Center, Fort Worth, Texas. Bloodstained FTA™ collec-
tion cards consisting of 50 unrelated individuals for each of Chi-
nese, Vietnamese and Bangladesh ethnicity were commercially ob-
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tained from Helix Biotech, Richmond, British Columbia. DNA was
isolated from the FTA™ collection cards using the rapid FTA pu-
rification procedure according to established RCMP protocols (1).
PCR amplification was performed using the AmpFSTR Profiler
Plus™ PCR Amplification Kit (Perkin-Elmer, Foster City, Califor-
nia) following established RCMP protocols (1) and areduced PCR
reaction volume of 5 pL with either 23 or 25 amplification cycles.
The amplified products were detected using the ABI Prism™ 310
Genetic Analyzer (Perkin-Elmer, Foster City, California). Data
were analyzed using the GenePop program (2) and the DNA Type
program written by Chakraborty and Zhong. The four populations
sets (African-American, Chinese, Vietnamese and Bangladesh)
were analyzed for Hardy-Weinberg equilibrium, linkage equilib-
rium and population differentiation tests. No deviation from
Hardy-Weinberg or linkage equilibrium was noted. Amalgamation
of the Vietnamese and Chinese sample data into a single data set
was possible. In addition, amalgamation of the Viethamese and
Bangladesh populations into a single data set was possible.

The complete data are available to any interested researcher
upon request by accessing www.csfs.ca
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African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
D3S1358 11 0.007 0.000 0.000 0.000
12 0.007 0.000 0.010 0.000
13 0.007 0.020 0.000 0.000
14 0.093 0.010 0.030 0.030
15 0.298 0.300 0.350 0.440
15.2 0.007 0.000 0.000 0.000
16 0.298 0.380 0.310 0.290
17 0.215 0.230 0.250 0.140
18 0.070 0.050 0.050 0.100
19 0.000 0.010 0.000 0.000
P(exact test)* 0.346 0.775 0.686 0.680
African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
VWA 11 0.007 0.000 0.000 0.000
12 0.000 0.000 0.000 0.000
13 0.023 0.000 0.000 0.000
14 0.070 0.300 0.220 0.120
15 0.209 0.030 0.010 0.060
16 0.275 0.210 0.140 0.150
17 0.202 0.180 0.290 0.230
18 0.119 0.190 0.240 0.280
19 0.079 0.080 0.070 0.110
20 0.013 0.010 0.030 0.050
21 0.003 0.000 0.000 0.000
P(exact test)* 0.670 0.538 0.081 0.735
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African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
FGA 17 0.003 0.010 0.010 0.020
18 0.007 0.040 0.020 0.000
18.2 0.017 0.000 0.000 0.000
19 0.063 0.090 0.090 0.090
19.2 0.003 0.000 0.000 0.000
20 0.050 0.010 0.080 0.100
21 0.116 0.110 0.090 0.110
21.2 0.000 0.010 0.010 0.000
22 0.215 0.200 0.270 0.150
22.2 0.000 0.000 0.000 0.010
23 0.166 0.210 0.150 0.190
23.2 0.000 0.000 0.020 0.000
24 0.162 0.190 0.100 0.180
24.2 0.000 0.000 0.010 0.000
25 0.073 0.070 0.060 0.090
252 0.000 0.010 0.010 0.000
26 0.079 0.050 0.050 0.050
27 0.030 0.000 0.030 0.000
28 0.013 0.000 0.000 0.010
29 0.003 0.000 0.000 0.000
P(exact test)* 0.256 0.280 0.488 0.395
African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
D8S1179 8 0.007 0.000 0.000 0.010
9 0.003 0.000 0.000 0.000
10 0.023 0.210 0.110 0.190
11 0.056 0.160 0.170 0.080
12 0.096 0.070 0.160 0.130
13 0.179 0.170 0.170 0.180
14 0.321 0.140 0.140 0.160
15 0.228 0.170 0.140 0.150
16 0.073 0.060 0.100 0.090
17 0.013 0.020 0.010 0.010
P(exact test)* 0.156 0.913 0.147 0.077
African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
D21S11 26 0.007 0.000 0.000 0.000
27 0.043 0.000 0.020 0.020
28 0.305 0.080 0.040 0.170
29 0.175 0.270 0.260 0.260
29.2 0.000 0.000 0.020 0.000
30 0.093 0.230 0.260 0.160
30.2 0.036 0.010 0.010 0.050
31 0.096 0.070 0.060 0.030
31.2 0.060 0.100 0.060 0.110
32 0.023 0.020 0.050 0.000
32.2 0.070 0.180 0.140 0.120
33 0.007 0.010 0.020 0.000
331 0.003 0.000 0.000 0.000
33.2 0.023 0.020 0.050 0.080
34 0.003 0.000 0.000 0.000
34.2 0.010 0.000 0.010 0.000
35 0.036 0.000 0.000 0.000
36 0.010 0.000 0.000 0.000
38 0.000 0.000 0.000 0.000

P(exact test)* 0.581 0.771 0.347 0.735




African-

American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
D18s51 10 0.003 0.000 0.000 0.010
1 0.013 0.000 0.000 0.040
12 0.040 0.020 0.070 0.040
13 0.033 0.140 0.190 0.110
132 0.010 0.000 0.000 0.000
14 0.079 0.180 0.210 0.210
14.2 0.007 0.000 0.000 0.000
15 0.185 0.310 0.190 0.190
16 0.172 0.110 0.160 0.180
17 0.159 0.070 0.040 0.070
18 0.116 0.050 0.050 0.040
19 0.083 0.040 0.020 0.050
20 0.070 0.020 0.010 0.010
21 0.026 0.030 0.030 0.020
22 0.000 0.000 0.010 0.020
23 0.003 0.020 0.000 0.010
24 0.000 0.010 0.000 0.000
25 0.000 0.000 0.020 0.000
P(exact test)* 0.696 0.266 0.278 0.153
African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
D5S818 7 0.003 0.040 0.030 0.000
8 0.079 0.000 0.000 0.000
9 0.023 0.070 0.070 0.040
10 0.066 0.180 0.230 0.140
11 0.248 0.290 0.270 0.390
12 0.305 0.220 0.200 0.220
13 0.262 0.190 0.200 0.200
14 0.013 0.000 0.000 0.010
15 0.000 0.000 0.000 0.000
17 0.000 0.010 0.000 0.000
P(exact test)* 0.805 0.951 0.793 0.597
African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
D13S317 7 0.000 0.000 0.000 0.020
8 0.020 0.260 0.380 0.250
9 0.026 0.140 0.090 0.110
10 0.033 0.180 0.130 0.130
11 0.318 0.190 0.230 0.190
12 0.434 0.150 0.140 0.230
13 0.109 0.060 0.020 0.040
14 0.060 0.020 0.010 0.030
P(exact test)* 0.986 0.134 0.125 0.207
African-
American Chinese Vietnamese Bangladesh
Locus Allele (N=151) (N=50) (N=50) (N=50)
D7S820 7 0.003 0.010 0.020 0.030
8 0.209 0.140 0.160 0.210
8.1 0.000 0.000 0.000 0.010
9 0.113 0.030 0.080 0.060
9.1 0.000 0.000 0.010 0.000
9.3 0.003 0.000 0.000 0.000
10 0.358 0.180 0.170 0.270
11 0.212 0.380 0.300 0.190
12 0.083 0.220 0.180 0.190
13 0.017 0.040 0.060 0.040
14 0.003 0.010 0.020 0.000
P(exact test)* 0.073 0.637 0.384 0.141

* P(exact test) based on 5000 dememorization steps, 1000 batches and 1000 iterations per batch
using the GenePop program(2).
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